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The present study aimed to develop a comprehensive protocol for the optimal
isolation and identification of indigenous probiotics from the gastrointestinal tract
of aquatic species. To this end, intestinal mucus samples were collected from four
periods of the gastrointestinal tract of juvenile beluga sturgeons (Huso huso) with
an average weight of 89.9+19.2 g and an average length of 12.78+1.24 cm. After
preliminary preparation, the samples were cultured on appropriate media. The
isolated strains were then identified based on morphological and physiological
characteristics, DNA amplification, gene sequencing, and phylogenetic data
analysis. According to the results, Bacillus licheniformis, Bacillus subtilis, and the
yeast Saccharomyces cerevisiae were isolated and identified from the intestinal
samples of the juvenile fish. Overall, the developed protocols demonstrated
efficiency for the isolation and selection of probiotic strains, suggesting their
potential applicability to other aquatic species as well.
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