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Vibrio parahaemolyticus is one of the most important foodborne pathogenic
bacteria associated with seafood, and some of its strains are capable of causing
human illness due to the presence of virulence genes tdh and trh. The aim of this
study was to investigate the prevalence of pathogenic strains of V. parahaemolyticus
by detecting the genes tdh and trh in samples of Pacific white shrimp (Penaeus
vannamei). In this study, a total of 100 fresh farmed shrimp samples were randomly
collected from retail markets in Bushehr city, Iran during the last summer and early
autumn of 1404 (2025). After homogenization, the samples were cultured on
selective TCBS agar medium. Among the cultured samples, 39 samples (39%)
showed green or greenish-blue colonies suspected of Vibrio spp. PCR analysis
revealed that 12 isolates (30.76% of the suspected isolates) were positive for the tlh
and toxR genes, confirming them as V. parahaemolyticus. However, none of the tlh
and toxR positive isolates harbored the virulence genes tdh or trh. The results of this
study indicate the presence of V. parahaemolyticus strains in shrimp samples, while
virulence genes associated with human pathogenicity were not detected in the
examined isolates. The absence of tdh and trh virulence genes in V.
parahaemolyticus isolates indicates a low risk of widespread human pathogenicity
resulting from the consumption of farmed shrimp. Nevertheless, due to the presence
of this bacterium in the aquatic ecosystem, there is a possibility of an increased
frequency of pathogenic strains in subsequent rearing periods through
environmental factors such as changes in temperature and salinity, or shifts in the
microbial community. Therefore, this study emphasizes the necessity of continued
molecular monitoring and adherence to health considerations in shrimp farms and
the distribution chain.
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s gl Jb cpl b ol asdllas cpl 0> iy Dy50 (yep (s55we (sladiges y tdh/trh sla 5 baalie pas BulS
8 ] 3y 1 5155 g T S5l 5 55,5 )18 (a5 5 1ntemnsdly 55Le) (81 JUisl LB olic 53, Sl (im0
loag Jlolp Gl cage o] 5 lg e 29 Cumer e il 98 Uil (9 slabame )3 5
.(Letchumanan et al., 2014; Ghenem et al., 2017) g4 15 5,lows

8905w 1> by GV gz plw 5 85ue sladiges ;3 V. parahaemolyticus JSlglyd ¢yl js susio Cldllas yolwl p
Cawl 0391yl oo sladiges el 3 trh g tdh Cus bayi Slolyd (Jls opl b fCanl oad (5158 2oy YU Y-
odd (6yglaen (655w Yoo dluwi jl oyl > addllas yinss b ¢ Jlie <1y .(Rahimi et al., 2010; Asgarpoor et al., 2018)
a5 Jebs (1o)yd VYY) wlas & V. parahaemolyticus cue aslis YA ¢ jbuwjos 5 B 502 iy (sla bl Jolguw ;I
2 oddddye beSie awyp 4D icmen (Rahimi et al., 2010) i ololis trh 5 Jols (duoys +/V) 4las ¥ 4 tdh
W) G905 VY cosds (gyglaen (69540 wiges Vo 5l AYAF al3,3 B WYAY witwl (slaole b ol e (sla g y303,5
N5 olols trh o5 Jels (o5 V/F) 6ge5 V g tdh o5 Jols (auoyd Y/A) 45503 ¥ V. parahaemolyticus cuto (duoyd
AFe ) bl ) loyS o g B35 5l odd (6 yglaen (S5 wiges VYo 5l ;50 dulllas 43 (Asgarpoor et al., 2018)
o trh o5 a5l glaiges gud Lol s glolis tdh o5 Jols (Aoys YY) alas ¥ o V. parahaemolyticus cuce diges VY
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s 5l sddais (JuwY 5 Ko (b)) obyd Dges Yoo g9y sladllas > 59 opl b .(Mohseni et al., 2024) 4.5
a trh g tlh ddh cus gla i Slolyd oS ooy il ssalive 1 g lom sladsgw | o 5YL &5 AYAY bl jd )8
L)) badiges 55 5 (sloj colis egldilain coglis 4 Yain| gadgo 1l 45 A5 3,55 4oy VEIFE 5 ¥+/FV FOAY iy
Slpcwlonds )55 35 e aaw o ol Olllae bl e 45 (Safarpourdehkordi et al., 2013) wil awsls
2 odddd,e b jl oddlis V. parahaemolyticus (sladygw (29)S5he Ad Cuwoglio (668l (yidoh S ke
Vo a4 slie gl 5l o yd OV/A &S sl Lis tOXR (5 oo (Jose olwlid ad oy sille (slo g yd00 )5
sl 1y tdh 55 Sogud g Bdgr trh (5 Jobs o OXR (gladygum jl duopd Vo s a5 Jbs )5 ciidgy parahaemolyticus
She 3l o (syglaes (bygp 65w slddiges (69, 3ui5 ;3 oddosnlin (oS (oplplo .(Letchumanan et al., 2015)

3l cdilhe (ke g Glpl 32 ot Ol (ol b jodgr jod (b9 )8

Sl g e O
toxR gtlh glay; Hlas 5l 599y (S50 (lBdigel 5l o.\piws‘p sbals v a5 oh ol dslllas L)"‘ sl
Sl olisslen sl Jobs aslis 51 Sozun bl cisg cuze V. parahaemolyticus oo ba 3] o, Slics olgied
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